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Figure 1. MALDI-TOF-MS spectra of <Ru>-

D I % BN AR L 72, CO-labeled fragment ions obtained by the
chymotryptic digestion of lysozyme (a) without and
(b) with guanidination.
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Figure 2. (a) Amino acid sequences of N-terminal <Ru>-CO-labeled lysozyme, ubiquitin, and insulin
A- and B-chain. (b) MALDI-TOF-MS spectrum of <Ru>-CO-labeled fragment ions obtained by
chymotryptic digestion of the protein mixture. K* in the amino acid sequences represents a
homoarginine residue.
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